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ABSTRACT

Epidemiclogic study of  methicillin-resistant Staphylocaccus aureus  (MRSA)
isolates were determined by antibiogram, coagulase gene typing and polymerase chain
reacticn-restaction fragment length polymorphism (PCR-RFLP). A total of 129 methicillin-
resistant Staphylococcus aureus (MRSA) strains were isolated from 17 hospitals of 4 parts
of Thailand (Central, North, Narth-East and East regions) during November 2003 - March
2004. Coagulase genetyping of methicillin-resistant Staphyiccoccus aureus (MRSA) strains
generated 4 different genotypes [, II, [II, IV of which PCR products located at 492 T+ 20, 654
* 20,735 £ 20 and 8162 20 base pair with the percentage of 15, 2.3, 822 and 14,
respectively. And also coagulase gene PCR-RFLP study illustrated 4 patterns (A, B, C, D) of
which Alul digested PCR products located at 220 = 20, 220 % 20, 81 base pair (pattern A),
400 T 20, 220 % 20, 81 base pair (pattern B), 420 = 20, 220 £ 20, 81 base pair (pattern C),
and 510 = 20, 220 & 20, 81 base pair (pattem D), respectively with the percentage values
compatible with those of coagulase gene ‘typing method. Additionally, antimicrobial
susceptibility testing using panel 10 antimicrobial agents showed 9 different antibiograms.

The result indicated that antibiogram 1-2, coagulase gene type III, PCR-RFLP pattem C

were the epidemic strains while the rest were involved as sporadic strains,
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