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ABSTRACT

Vibrio parahaemolyticus is most commonly associated with seafood-borne gastroenteritis.
Several typing methods have been developed for epidemiologic investigations or controlling the
spread of this pathogen. In this study, a total of 70 clinical isolates of V. parahaemolyticus were
typed by antibiotyping and the PCR-based typing methods: an arbitrarily-primed polymerase chain
reaction (AP-PCR) and the enterobacterial repetitive intergenic consensus sequence-polymerase
chain reaction (ERIC-PCR). The seventy isolates were classified into 1, 16 and 24 types, with
discriminatory indexes of 0.000, 0.901 and 0.932, by antibiotyping, AP-PCR and ERIC-PCR,
respectively. The discriminatory power of antibiotyping was lowest and all clinical isolates tested
were indistinguishable by this method. ERIC-PCR is preferable to AP-PCR because of the higher
discriminatory power. However, AP-PCR may be a practical method because it generates fewer
amplification bands and patterns than ERIC-PCR. The combination of AP-PCR and ERIC-PCR
analysis allowed us to classify the isolates into 48 types with the highest discriminatory index of
0.986. These data demonstrated that AP-PCR and ERIC-PCR are useful for strain typing of V.
parahaemolyticus and the combination of these two techniques is recommended for epidemiologic

investigations.
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