UNN 4

Han1InNaaoN

A o dy . v A 9 Y 1
MINAAOUIUGUTO V. parahaemolyticus enoviugnuen lanndihelsagraszig
A Y o [ ~ [ @ 1 A a =S A
ndFumsinen Tsanenauasilgy Simdauasdyy seuudeuliguisy 2551 Dudou
= o ¥y L 13 4
WOAINIOU 2552 T1uIUNIAU 70 Tolaan (isolates) WUIWIWFO V. parahaemolyticus N0
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° v o X = wa - o d - p
VI,@T“BL'@‘V] !La3ﬂWﬂfﬂﬁ%']L!uﬂﬁ']ﬂwuﬁsll@%‘lfﬁ]IﬂﬂﬂWiﬁﬂHWﬂﬂlﬁNﬂﬁﬂNWIu%ﬂﬂllazﬂjuﬂﬂﬂ

[

v 2
Tanasail

o v d . = o d =< Ag
1. NIVWUNTYNUTVB V. parahaemolyticus 7]131/“1!7]2]‘]] IﬂﬂfﬂﬁﬂﬂH1!!‘1J‘]J!!NNﬂ1§ﬂ§)EI1
& e B S
VY9310 (antibiotyping) N8I disc diffusion
o v = o J =<
MINUUNTWNUTVON V. parahaemolyticus “I/]NV‘IIUT]EJ’IJ IﬂﬂﬂTﬁﬁﬂBWlLUUllWHﬂWﬁ
ADBNUDULIADIIAIUYATN  (antibiotyping) 11U 12 ¥Ha 1Aun ampicillin (10 pg),
ceftriaxone (30 pg), cephalothin (30 pg), chloramphenicol (30 pg), ciprofloxacin (5 pg),
gentamicin (10 pg), nitrofurantoin (300 ug), norfloxacin (10 ng), oxytetracycline (30 pg),
sulfisoxazole (250 ng), tetracycline (30 pg) LA trimethoprim/sulfamethoxazole (1.25/23.75 pg)
Y 9
NAMIANYINUN V. parahaemolyticus 73 70 loTaan 1¥inan1snaaouae (resistant) Av8
ampicillin waz (susceptible) A8 ceftriaxone, cephalothin, chloramphenicol, ciprofloxacin,
gentamicin, nitrofurantoin, norfloxacin, oxytetracycline, sulfisoxazole, tetracycline g
P Y g X
trimethoprim/sulfamethoxazole (113N 4.1) FUT ULV VLEUAITADEN (antibiotyping) HUULHY

a A o q ¥ o o & X Y3 A o &
RYINNY ‘Vlﬂﬁfﬁﬂﬂiﬂﬁ]?L!uﬂﬁTEJWHIJfU@Q V. parahaemolyticus blﬂl,ﬂ‘L!LWEN 1 E‘TTEJ‘WL!‘E (Ant-1)
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M3197 4.1 LUVUHUNITADIVOL V. parahaemolyticus LL@]E]%II?JTGMEWI
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-01 R S S S S S S S S S S Ant-1
VPS-02 R S S S S S S S S S S Ant-1
VPS-03 R S S S S S S S S S S Ant-1
VPS-04 R S S S S S S S S S S Ant-1
VPS-05 R S S S S S S S S S S Ant-1
VPS-06 R S S S S S S S S S S Ant-1
VPS-07 R S S S S S S S S S S Ant-1
VPS-08 R S S S S S S S S S S Ant-1
VPS-09 R S S S S S S S S S S Ant-1
VPS-10 R S S S S S S S S S S Ant-1
VPS-11 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-12 R S S S S S S S S S S Ant-1
VPS-13 R S S S S S S S S S S Ant-1
VPS-14 R S S S S S S S S S S Ant-1
VPS-15 R S S S S S S S S S S Ant-1
VPS-16 R S S S S S S S S S S Ant-1
VPS-17 R S S S S S S S S S S Ant-1
VPS-18 R S S S S S S S S S S Ant-1
VPS-19 R S S S S S S S S S S Ant-1
VPS-20 R S S S S S S S S S S Ant-1
VPS-21 R S S S S S S S S S S Ant-1
VPS-22 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-23 R S S S S S S S S S S Ant-1
VPS-24 R S S S S S S S S S S Ant-1
VPS-25 R S S S S S S S S S S Ant-1
VPS-26 R S S S S S S S S S S Ant-1
VPS-27 R S S S S S S S S S S Ant-1
VPS-28 R S S S S S S S S S S Ant-1
VPS-29 R S S S S S S S S S S Ant-1
VPS-30 R S S S S S S S S S S Ant-1
VPS-31 R S S S S S S S S S S Ant-1
VPS-32 R S S S S S S S S S S Ant-1
VPS-33 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-34 R S S S S S S S S S S Ant-1
VPS-35 R S S S S S S S S S S Ant-1
VPS-36 R S S S S S S S S S S Ant-1
VPS-37 R S S S S S S S S S S Ant-1
VPS-38 R S S S S S S S S S S Ant-1
VPS-39 R S S S S S S S S S S Ant-1
VPS-40 R S S S S S S S S S S Ant-1
VPS-41 R S S S S S S S S S S Ant-1
VPS-42 R S S S S S S S S S S Ant-1
VPS-43 R S S S S S S S S S S Ant-1
VPS-44 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-45 R S S S S S S S S S S Ant-1
VPS-46 R S S S S S S S S S S Ant-1
VPS-47 R S S S S S S S S S S Ant-1
VPS-48 R S S S S S S S S S S Ant-1
VPS-49 R S S S S S S S S S S Ant-1
VPS-50 R S S S S S S S S S S Ant-1
VPS-51 R S S S S S S S S S S Ant-1
VPS-52 R S S S S S S S S S S Ant-1
VPS-53 R S S S S S S S S S S Ant-1
VPS-54 R S S S S S S S S S S Ant-1
VPS-55 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-56 R S S S S S S S S S S Ant-1
VPS-57 R S S S S S S S S S S Ant-1
VPS-58 R S S S S S S S S S S Ant-1
VPS-59 R S S S S S S S S S S Ant-1
VPS-60 R S S S S S S S S S S Ant-1
VPS-61 R S S S S S S S S S S Ant-1
VPS-62 R S S S S S S S S S S Ant-1
VPS-63 R S S S S S S S S S S Ant-1
VPS-64 R S S S S S S S S S S Ant-1
VPS-65 R S S S S S S S S S S Ant-1
VPS-66 R S S S S S S S S S S Ant-1




M13199 4.1 (919)
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Tolasian Susceptibility to ¥ Antibio-
(Isolates) | gnp CRO CF CIP GM NIT NOR | OTC SOX TE SXT type
VPS-67 R S S S S S S S S S S Ant-1
VPS-68 R S S S S S S S S S S Ant-1
VPS-69 R S S S S S S S S S S Ant-1
VPS-70 R S S S S S S S S S S Ant-1

HIEHA AM = ampicillin (10 pg), PRO = ceftriaxone (30 ug), CF = cephalothin (30 pg), C = chloramphenicol (30 ng), CIP = ciprofloxacin (5 pg),

GM = gentamicin (10 pg), NIT = nitrofurantoin (300 ug), NOR = norfloxacin (10 ug), OTC = oxytetracycline (30 ug),

SOX = sulfisoxazole (250 pug), TE = tetracycline (30 pg), SXT = trimethoprim/sulfamethoxazole (1.25/23.75 pg)

* R = Resistant

S = Susceptible
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o v d v d a
2. MIBWUNNBARUGUOI V. parahaemolyticus M3 uiieil Tae3B arbitrarily-primed
polymerase chain reaction (AP-PCR)
o v J 3’;
VINMITMUNTOWUFVOS V. parahaemolyticus N3 70 loTmian Taeds arbitrarily-
. . . Y A A a g
primed polymerase chain reaction (AP-PCR) 1daaneimuzanlumsmulSinafoueves

a

oo denaturation flgaunnd 94 psrusaiFoa U 1 WF annealing figainadl 36 0ern
waiBea 11 1 W 1ag extension Nomvgh 72 evruwaiea W 2 Wit Taerlgnsen
WaAus1IU 45 501 18 PCR product ATANUUANAINAINNAIE $1191 1 89 4 1V (bands)
TAoTU1IATZ119 450 + 20 base pair 59 2,700 + 20 base pair Hijprf3eufioUvIATy DNA
WATFIU (100-1,500 base pair ladder DNA marker) ¥1l¥enunsosuun v. parahaemolyticus
Whumeugane Wau 16 eug usazeneuil AP-PCR pattern fuansiaiy  fu
AP-A, AP-B, AP-C, AP-D, AP-E, AP-F, AP-G, AP-H, AP-I, AP-J, AP-K, AP-L, AP-M, AP-N,
AP-O 118 AP-P (157471 4.2 1azn Wil 4.1) AP-PCR pattern AinudanInajfie AP-0, AP-L,
AP-D tiag AP-F wuiwau 12, 11, 10 uaz 10 leTsan Aadludevaz 17.14 (12/70), 15.71
(11/70), 14.29 (10/70) 11 14.29 (10/70) MUAIRY Y@zl AP-PCR pattern AP-A, AP-B, AP-C,
AP-E, AP-G, AP-H, AP-1, AP-J, AP-K, AP-M, AP-N iag AP-P WU 2,3, 1,4,2, 1, 1, 6,
2,2, 2 uay 1 lolaman Aafludovay 2.86, 429, 143, 571, 2.86, 143, 1.43, 8.57, 2.86, 2.86,

2.86 1ag 1.43 MUA19U (113199 4.3)
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M15190 4.2 AP-PCR patterns U994 V. parahaemolyticus 3MUNNUUUIAUALTIUIUVOS PCR

product

AP-PCR patterns YUIAUDI PCR product (bp)
AP-A 2,100 £20, 1,350 £20, 600 £ 20
AP-B 2,100 £20, 950 £20, 600 20
AP-C 2,100 £20, 950 £20, 650 £20, 550 £20
AP-D 2,100 £20, 1,800 £20, 950 £20, 650 £20
AP-E 2,100 £20, 650 £ 20
AP-F 2,100 +£20, 1,350 £20, 650 £20
AP-G 2,700 £20, 2,100+ 20, 650 £20
AP-H 2,100 £20, 1,100 £20, 650 £20, 450+ 20
AP-T 1,350 £20, 950 £20, 650 £20
AP-J 1,350 £20, 650 £20
AP-K 650 £20
AP-L 950 +£20, 650 £20
AP-M 1,100 +£20, 650 =20
AP-N 2,700 £20, 1,100£20, 750 £20, 650 +20
AP-O 2,100 £20, 1,350+ 20, 1,100 £20, 600 +20
AP-P 1,800 £20, 1,100 £20, 600 20
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(a) (b)

3,000 bp
2,500 b
<4— 2,000 bg QA
— | 5000p a
1,200 bp §
1,000bp —p
500bp —P>
400bp —P
300bp —P>
(c) (d) (e)

3,000 bp.
2,500 bp
2,000 bp—p»
1,500 bp—pp»
1,200 bp

1,000 bp __:

1,200 bp
1,000 bp

500 bp

500 bp—p»

m‘wﬁ 4.1 Agarose gel electrophoresis He1A4 AP-PCR patterns Y93 V. parahaemolyticus

(a) Lanes: 1, pattern AP-A; 2, pattern AP-B; 3, pattern AP-C

(b) Lanes: 1, pattern AP-D; 2, pattern AP-E; 3, pattern AP-F; 4, pattern AP-G; 5, pattern AP-H
(c) Lanes: 1, pattern AP-I; 2, pattern AP-J; 3, pattern AP-K

(d) Lanes: 1, pattern AP-L; 2, pattern AP-M; 3, pattern AP-N

(e) Lanes: 1, pattern AP-O; 2, pattern AP-P

Lane M, 100-1,500 base pair ladder DNA marker
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M319h 4.3 Sunaziovavved V. parahaemolyticus AnnluL@ag AP-PCR pattern

AP-PCR patterns Tolastan drulelaan
(Geway)

AP-A VPS-01, VPS-12 2 (2.86)

AP-B VPS-03, VPS-06, VPS-17 3(4.29)

AP-C VPS-05 1(1.43)

AP-D VPS-02, VPS-10, VPS-13, VPS-14, VPS-21, VPS-22, 10 (14.29)
VPS-23, VPS-33, VPS-42, VPS-43

AP-E VPS-20, VPS-31, VPS-47, VPS-66 4(5.71)

AP-F VPS-08, VPS-09, VPS-11, VPS-16, VPS-24, VPS-30, 10 (14.29)
VPS-38, VPS-48, VPS-56, VPS-67

AP-G VPS-40, VPS-46 2 (2.86)

AP-H VPS-51 1(1.43)

AP-1 VPS-50 1(1.43)

AP-J VPS-27, VPS-28, VPS-29, VPS-32, VPS-35, VPS-53 6(8.57)

AP-K VPS-54, VPS-58 2 (2.86)

AP-L VPS-34, VPS-36, VPS-37, VPS-49, VPS-52, VPS-55, 11 (15.71)
VPS-57, VPS-61, VPS-62, VPS-63, VPS-65

AP-M VPS-59, VPS-64 2(2.86)

AP-N VPS-60, VPS-70 2 (2.86)

AP-O VPS-04, VPS-07, VPS-15, VPS-18, VPS-19, VPS-25 12 (17.14)
VPS-26, VPS-39, VPS-41, VPS-44, VPS-45, VPS-68

AP-P VPS-69 1(1.43)
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o v d o d a
3. MIBWUNNBARUGURS V. parahaemolyticus M3Dunwil 1935  enterobacterial
repetitive intergenic consensus sequence-polymerase chain reaction (ERIC-PCR)
o @ d g’/
MNNITWUNEBWUFUOI V. parahaemolyticus N3 70 o Tanan 1ae75 enterobacterial
&

e . . . v
repetitive intergenic consensus sequence-polymerase chain reaction (ERIC-PCR) l@eazn

A < ¥ 1 A
mzanlumamufSnafidueveutons denaturation NQungil 94 oaruwaFa W 1

U

A

W17 annealing Tlganail 55 osrusaFed Wy 45 31T 18z extension Ngagil 72 Bamm
aed WY 2 W Tﬂ&ﬁwﬂﬁﬁ‘%mﬁ’qéuﬁmm 30 500 1 PCR product fifinuaneg
Ha1nNYa1e 314U 1 94 10 40U (bands) TABTUUIATEHIN 410 + 20 base pair 04 2,800 + 20
base pair e oufenynaiu DNA WIAIFIU (100-1,500 base pair ladder DNA marker) 1
Tannsoswun v, parahaemolyticus 1luanoiugaan Wadu 24 MBRUT UAaz oW UL
ERIC-PCR pattern fittan@19fy 'IAuA ERIC-1, ERIC-2, ERIC-3, ERIC-4, ERIC-5, ERIC-6,
ERIC-7, ERIC-8, ERIC-9, ERIC-10, ERIC-11, ERIC-12, ERIC-13, ERIC-14, ERIC-15, ERIC-
16, ERIC-17, ERIC-18, ERIC-19, ERIC-20, ERIC-21, ERIC-22, ERIC-23 1t ERIC-24 (1314
fi 44 wazndl 42) tazINMIANYINUT ERIC-PCR pattern Tiliguanssiuniigade
ERIC-3 wuswu 13 lolaan Aatludesas 18.57 (13/70) mmzﬁ ERIC-PCR pattern ERIC-1,
ERIC-2, ERIC-4, ERIC-5, ERIC-6, ERIC-7, ERIC-8, ERIC-9, ERIC-10, ERIC-11, ERIC-12,
ERIC-13, ERIC-14, ERIC-15, ERIC-16, ERIC-17, ERIC-18, ERIC-19, ERIC-20, ERIC-21,
ERIC-22, ERIC-23 118 ERIC-24 WUSWIN 4,3,7,5,1,3,4,3,8,2,1,2,1, 1,1, 1,2, 1,1, 1,
1, 3 uaz 1 loTsan Aailufovay 571, 4.29, 10.00, 7.14, 143, 4.29, 5.71, 4.29, 11.43, 2.86,
1.43, 2.86, 1.43, 1.43, 143, 1.43, 2.86, 1.43, 1.43, 143, 1.43, 4.29 g 1.43 muddy (asei

4.5)
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M15197 4.4 ERIC-PCR patterns Y94 V. parahaemolyticus 3WUNMUIUIALAZIIUIUYDY PCR

product

ERIC-PCR patterns

YH1AUBI PCR product (bp)

ERIC-1 1,500 £20, 925 +£20, 875 £20, 675 £ 20, 525+ 20, 425 +20
ERIC-2 2,800 =20, 1,500 +20, 1,400 +20, 1,300 £20, 925 £20, 675 £20,
525+20,410+20
ERIC-3 1,500 £20, 1,150 +20, 925 + 20, 875 +20, 800 +20, 725 £ 20,
675 £20, 525+20, 425 £20
ERIC-4 1,500 =20, 875 £20, 675 £20, 525+ 20, 425 £20
ERIC-5 2,800 =20, 1,600 +20, 1,400 +£20, 1,300 £20, 1,100 £20, 925 £20,
800 £20, 675 £20, 52520, 410 =20
ERIC-6 2,800 =20, 1,400 +20, 1,100 +£20, 925 £20, 800 £20, 675 £20,
525+20,410 20
ERIC-7 1,400 =20, 925 +20, 675 £20, 525+20, 410 £ 20
ERIC-8 1,500 =20, 1,300 +20, 875 =20, 675 £20, 525£20, 425 £20
ERIC-9 2,800 +20, 1,400 £20, 925 £20, 675 £20, 525+20,410 =20
ERIC-10 1,500 =20, 1,150 =20, 925 +20, 675 +20, 525 £20, 425 £20
ERIC-11 1,500 +20, 1,150 +20, 1,000 %20, 800 £20, 675 £20, 525 £20,
410+20
ERIC-12 1,500 +20, 1,150 =20, 1,000 +20, 925 +20, 800 +20, 675 +20,
525+20,410 £20
ERIC-13 1,500 +20, 525+ 20, 425 £20
ERIC-14 1,000 +20, 925 +20, 875 =20, 800 +20, 675 +20, 525£20, 410 £20




M3197 4.4 (AD)
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ERIC-PCR patterns

YH1AUBI PCR product (bp)

ERIC-15 1,500 =20, 1,150 +20, 1,000 £20, 800 £20, 675 £20, 525 £ 20,
425 +20

ERIC-16 1,500 =20, 875 +£20, 675 £20, 525+£20, 410 £20

ERIC-17 1,500 £20

ERIC-18 1,500 £20, 925 +£20, 525+20, 410 £20

ERIC-19 1,500 £20, 625 £20, 525+ 20, 425 +20

ERIC-20 2,800 =20, 1,500 +20, 1,400 £20, 1,150 £20, 800 £20, 675 £20,
575+20, 525+20, 410 20

ERIC-21 2,800 =20, 1,500 +20, 1,400 £20, 1,150 £20, 1,000 £ 20,
925 £20, 800 £20, 67520, 525 +20, 425 £20

ERIC-22 2,800 +20, 1,500 +20, 1,400 £20, 1,300 £20, 1,150 £20, 800 =20,
675+20,525%+20,410 +20

ERIC-23 1,500 +20, 1,150 +20, 675+ 20, 525+£20, 410 £20

ERIC-24

1,500 =20, 1,150 =20, 800 =20, 675 +20, 575 £20, 525+£20, 410 £20
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(a) (b)

<€— 3,000 bp

2,500 bp
| €—— 2.000 bp
1,500 bp
1,200 bp
1,000 bp
500 bp
400 bp
(c) (d)
M 1 2 M 1 o)
3,000bp — g
3,000bp — 2500bp —
25500bp — 2,000 bp —»|
2000bp — P L0t o
1,500bp —p ooy
1:200bp. —p» 1,000 bp
1000bp — P
500bp —
S00bp — .
400bp —p

m‘wﬁ 4.2 Agarose gel electrophoresis L8N ERIC-PCR patterns Y93 V. parahaemolyticus
(a) Lanes: 1, pattern ERIC-1; 2, pattern ERIC-2; 3, pattern ERIC-3; 4, pattern ERIC-4;
5, pattern ERIC-5
(b) Lane: 1, pattern ERIC-6
(¢) Lanes: 1, pattern ERIC-7; 2, pattern ERIC-8
(d) Lanes: 1, pattern ERIC-9; 2, pattern ERIC-10
Lane: N, Negative control (Sterile UltraPure water)

Lane: M, 100-1,500 base pair ladder DNA marker
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(e) ®

3,000 bp
2,500 bp

€——3.,000 bp
| €—— 2,500 bp 2,000 bp
<€— 2,000 bp 1,500 bp
1,500 bp 1,200 bp
1,200 bp 1,000 bp

|<€— 1,000 bp
500 bp
€— 500bp 400 bp

400 bp

1 2 3 4 M
3,000 bp
3,000 bp 2,500 bp
2,500 bp 2,000 bp
€—2,000b
i 1,500 bp
1,500 bp 1200 bp
1,200 bp 1,000 bp
1,000 bp
500 bp
500bp 400 bp
400 bp

AN 4.2 (D)
(e) Lanes: 1, pattern ERIC-11; 2, pattern ERIC-12; 3, pattern ERIC-13; 4, pattern ERIC-14;
5, pattern ERIC-15
(f) Lane: 1, pattern ERIC-20
(g) Lanes: 1, pattern ERIC-16; 2, pattern ERIC-17; 3, pattern ERIC-18; 4, pattern ERIC-19
(h) Lanes: 1, pattern ERIC-21; 2, pattern ERIC-22; 3, pattern ERIC-23; 4, pattern ERIC-24
Lane: N, Negative control (Sterile UltraPure water)

Lane: M, 100-1,500 base pair ladder DNA marker
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M99 4.5 Suuazevased V. parahaemolyticus Mwnlu@ay ERIC-PCR pattern

ERIC-PCR Tolaian dulelaan
patterns (%’eﬂaz)
ERIC-1 VPS-03, VPS-07, VPS-65, VPS-68 4(5.71)
ERIC-2 VPS-04, VPS-28, VPS-48 3 (4.29)
ERIC-3 VPS-05, VPS-22, VPS-23, VPS-30, VPS-33, VPS-34, 13 (18.57)

VPS-36, VPS-37, VPS-42, VPS-44, VPS-45, VPS-61,
VPS-62
ERIC-4 VPS-06, VPS-13, VPS-17, VPS-21, VPS-43, VPS-49, 7 (10.00)
VPS-52
ERIC-5 VPS-12, VPS-24, VPS-35, VPS-39, VPS-41 5(7.14)
ERIC-6 VPS-11 1(1.43)
ERIC-7 VPS-15, VPS-16, VPS-25 3 (4.29)
ERIC-8 VPS-18, VPS-19, VPS-26, VPS-27 4(5.71)
ERIC-9 VPS-29, VPS-38, VPS-50 3 (4.29)
ERIC-10 VPS-01, VPS-02, VPS-08, VPS-09, VPS-10, VPS-14 8(11.43)
VPS-32, VPS-55
ERIC-11 VPS-20, VPS-31 2(2.86)
ERIC-12 VPS-40 1(1.43)
ERIC-13 VPS-51, VPS-58 2 (2.86)
ERIC-14 VPS-53 1(1.43)
ERIC-15 VPS-54 1(1.43)
ERIC-16 VPS-56 1(1.43)
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M3197 4.5 (A9)

ERIC-PCR Tolaian dulelaan
patterns (Zil 28aY)
ERIC-17 VPS-57 1(1.43)
ERIC-18 VPS-59, VPS-64 2 (2.86)
ERIC-19 VPS-60 1(1.43)
ERIC-20 VPS-63 1(1.43)
ERIC-21 VPS-66 1(1.43)
ERIC-22 VPS-67 1(1.43)
ERIC-23 VPS-46, VPS-47, VPS-69 3 (4.29)
ERIC-24 VPS-70 1(1.43)

Lﬁaﬁmim1msﬁi’muﬂmﬂﬁuﬁmmLsﬁamﬁiuﬁaﬂiﬂﬂﬁ AP-PCR itag ERIC-PCR
WUNMSHUanasIuAUIZHI19 AP-PCR pattern 11a2 ERIC-PCR pattern voudoudas loTaan
ﬁﬂﬁ’mmsaii’wuuﬂﬁwﬁuﬁmau%a”lﬁ’wamwmaumﬁu Tagaunsasuunide ldiedy 48
aewug udazaeugL AP-PCR pattern 1192 ERIC-PCR pattern fANGNAY (1131971 4.6
Waz 4.7) AP/ERIC-PCR patterns 73w lviajfiny 18un L/E3, D/E3, D/E4, D/E10, O/ES, B/E4,
E/E11, F/E10, L/E4, M/E18, O/E1, O/E3, O/E5 a2 O/E7 WU 5,4, 3,3,3,2,2,2,2,2,2,
2,2 uay 2 loTman Amflufovas 7.14, 5.71, 429, 4.29, 4.29, 2.86, 2.86, 2.86, 2.86, 2.86, 2.86,
2.86, 2.86 118 2.86 AMAIAL Vaizdi AP/ERIC-PCR patterns A/ES, A/E10, B/E1, C/E3, E/E12,
E/E23, F/E2, F/E3, F/ES, F/E6, F/E7, F/E9, F/E16, F/E22, G/E12, G/E23, H/E13, I/E9, J/E2,
J/ES, J/E8, J/E9, J/E10, J/E14, K/E13, K/ES, L/E1, L/E10, L/E17, L/E20, N/E19, N/E24, O/E2

9 1
iog P/E23 W‘]JLWENG’”IEJW‘L!ﬁﬁg 1 loTaan (%}@ﬂﬁﬁi 1.43) 1MUY (M1TN 4.7)
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M319N 4.6 Antibiotype, AP-PCR pattern U ERIC-PCR pattern U8 V. parahaemolyticus

uaaz'lo Taan

Tolastan Antibiotypes AP-PCR patterns ERIC-PCR patterns
VPS-12 Ant-1 AP-A ERIC-5
VPS-01 Ant-1 AP-A ERIC-10
VPS-03 Ant-1 AP-B ERIC-1
VPS-06 Ant-1 AP-B ERIC-4
VPS-17 Ant-1 AP-B ERIC-4
VPS-05 Ant-1 AP-C ERIC-3
VPS-22 Ant-1 AP-D ERIC-3
VPS-23 Ant-1 AP-D ERIC-3
VPS-33 Ant-1 AP-D ERIC-3
VPS-42 Ant-1 AP-D ERIC-3
VPS-13 Ant-1 AP-D ERIC-4
VPS-21 Ant-1 AP-D ERIC-4
VPS-43 Ant-1 AP-D ERIC-4
VPS-02 Ant-1 AP-D ERIC-10
VPS-10 Ant-1 AP-D ERIC-10
VPS-14 Ant-1 AP-D ERIC-10
VPS-20 Ant-1 AP-E ERIC-11
VPS-31 Ant-1 AP-E ERIC-11
VPS-66 Ant-1 AP-E ERIC-21
VPS-47 Ant-1 AP-E ERIC-23
VPS-48 Ant-1 AP-F ERIC-2
VPS-30 Ant-1 AP-F ERIC-3
VPS-24 Ant-1 AP-F ERIC-5
VPS-11 Ant-1 AP-F ERIC-6
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Tolastan Antibiotypes AP-PCR patterns ERIC-PCR patterns
VPS-16 Ant-1 AP-F ERIC-7
VPS-38 Ant-1 AP-F ERIC-9
VPS-08 Ant-1 AP-F ERIC-10
VPS-09 Ant-1 AP-F ERIC-10
VPS-56 Ant-1 AP-F ERIC-16
VPS-67 Ant-1 AP-F ERIC-22
VPS-40 Ant-1 AP-G ERIC-12
VPS-46 Ant-1 AP-G ERIC-23
VPS-51 Ant-1 AP-H ERIC-13
VPS-50 Ant-1 AP-1 ERIC-9
VPS-28 Ant-1 AP-J] ERIC-2
VPS-35 Ant-1 AP-J ERIC-5
VPS-27 Ant-1 AP-J ERIC-8
VPS-29 Ant-1 AP-J ERIC-9
VPS-32 Ant-1 AP-J ERIC-10
VPS-53 Ant-1 AP-] ERIC-14
VPS-58 Ant-1 AP-K ERIC-13
VPS-54 Ant-1 AP-K ERIC-15
VPS-65 Ant-1 AP-L ERIC-1
VPS-34 Ant-1 AP-L ERIC-3
VPS-36 Ant-1 AP-L ERIC-3
VPS-37 Ant-1 AP-L ERIC-3
VPS-61 Ant-1 AP-L ERIC-3
VPS-62 Ant-1 AP-L ERIC-3
VPS-49 Ant-1 AP-L ERIC-4
VPS-52 Ant-1 AP-L ERIC-4
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Tolastan Antibiotypes AP-PCR patterns ERIC-PCR patterns
VPS-55 Ant-1 AP-L ERIC-10
VPS-57 Ant-1 AP-L ERIC-17
VPS-63 Ant-1 AP-L ERIC-20
VPS-59 Ant-1 AP-M ERIC-18
VPS-64 Ant-1 AP-M ERIC-18
VPS-60 Ant-1 AP-N ERIC-19
VPS-70 Ant-1 AP-N ERIC-24
VPS-07 Ant-1 AP-O ERIC-1
VPS-68 Ant-1 AP-O ERIC-1
VPS-04 Ant-1 AP-O ERIC-2
VPS-44 Ant-1 AP-O ERIC-3
VPS-45 Ant-1 AP-O ERIC-3
VPS-39 Ant-1 AP-O ERIC-5
VPS-41 Ant-1 AP-O ERIC-5
VPS-15 Ant-1 AP-O ERIC-7
VPS-25 Ant-1 AP-O ERIC-7
VPS-18 Ant-1 AP-O ERIC-8
VPS-19 Ant-1 AP-O ERIC-8
VPS-26 Ant-1 AP-O ERIC-8
VPS-69 Ant-1 AP-P ERIC-23
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M3ah 4.7 Suuaziesasues V. parahaemolyticus Mnulut@ay AP/ERIC-PCR pattern

AP/ERIC-PCR Tolaan dulelaan
patterns (%’eﬂaz)
AJES VPS-01 1(1.43)
AJE10 VPS-12 1(1.43)
B/E1 VPS-03 1(1.43)
B/E4 VPS-06, VPS-17 2(2.86)
C/E3 VPS-05 1(1.43)
D/E3 VPS-22, VPS-23, VPS-33, VPS-42 4(5.71)
D/E4 VPS-13, VPS-21, VPS-43 3 (4.29)
D/E10 VPS-02, VPS-10, VPS-14 3 (4.29)
E/El1 VPS-20, VPS-31 2(2.86)
E/E21 VPS-66 1(1.43)
EB/E23 VPS-47 1(1.43)
F/E2 VPS-48 1(1.43)
F/E3 VPS-30 1(1.43)
F/ES VPS-24 1(1.43)
F/E6 VPS-11 1(1.43)
F/E7 VPS-16 1(1.43)
F/E9 VPS-38 1(1.43)
F/E10 VPS-08, VPS-09 2(2.86)
F/E16 VPS-56 1(1.43)
F/E22 VPS-67 1(1.43)
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AP/ERIC-PCR Tolaian dulelaan

patterns (Zil 28aY)
G/E12 VPS-40 1(1.43)
G/E23 VPS-46 1(1.43)
H/E13 VPS-51 1(1.43)
VE9 VPS-50 1(1.43)
J/E2 VPS-28 1(1.43)
J/ES VPS-35 1(1.43)
J/E8 VPS-27 1(1.43)
J/E9 VPS-29 1(1.43)
JE10 VPS-32 1(1.43)
JE14 VPS-53 1(1.43)
K/E13 VPS-58 1(1.43)
K/E15 VPS-54 1(1.43)
L/El VPS-65 1(1.43)
L/E3 VPS-34, VPS-36, VPS-37, VPS-61, VPS-62 5(7.14)
L/E4 VPS-49, VPS-52 2 (2.86)
L/E10 VPS-55 1(1.43)
L/E17 VPS-57 1(1.43)
L/E20 VPS-63 1(1.43)
M/E18 VPS-59, VPS-64 2 (2.86)
N/E19 VPS-60 1(1.43)
N/E24 VPS-70 1(1.43)
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AP/ERIC-PCR Tolaian dulelaan
patterns (%’eﬂaz)
O/E1 VPS-07, VPS-68 2 (2.86)
O/E2 VPS-04 1(1.43)
O/E3 VPS-44, VPS-45 2 (2.86)
O/E5 VPS-39, VPS-41 2(2.86)
O/E7 VPS-15, VPS-25 2(2.86)
O/E8 VPS-18, VPS-19, VPS-26 3(4.29)
P/E23 VPS-69 1(1.43)

=2 o o ax = o Y
NMIANYINTNUNTWNUTUON V. parahaemolyticus Taed 5l Tusiadl llﬂllﬂ

= til dy . . = o J Y 1 am y . .
MIANHULVULNUNITADYIVUDILYD (antibiotyping) mav Tusied) 1aun 3% arbitrarily-primed

polymerase chain reaction (AP-PCR), enterobacterial repetitive intergenic consensus sequence-

polymerase chain reaction (ERIC-PCR) 118235 AP-PCR 591U ERIC-PCR  WUNMHINI5D

o o J & IS o °
AUWUNTWANUTUBN V. parahaemolyticus N 70 loTasan aamﬂumﬂwu‘gmm U 1, 16,

v J o w A A = ~
24 uay 48 @INUD AuaIey ®15NWN 4.1, 4.2, 4.4 uaz 4.7) uazmaﬂﬁﬁﬂmgﬂ%umau

o v ¥ 1 a, 1 o @ 4 ¥ 9 A,
ﬂ')'l?Jﬁ'liJ'liﬂclui]HL‘L!ﬂ’(?f'lEJ‘WHTg5]]ﬂﬁl%ﬂiullﬁﬁg'Fﬁ‘W‘U'J'lﬂ'lii]HLUﬂﬁ'IEJWU‘E"U’ENL%@@'JEJ'J%

= X 3 axda ° v . ..
ﬂWiﬁﬂH'lLlflJULLWUﬂ15ﬂ®fﬂlﬂu?‘ﬁﬂﬂﬂﬁ’lﬂﬁ’lm’lﬁﬂiuﬂ’liFtnl,l,uﬂa'lﬂwuﬁ (dlscrlmmatory

power) M7Aiga YazAi3 AP-PCR, ERIC-PCR 11az3% AP-PCR $2uA1 ERIC-PCR 1iluiFiil

ANuA e lunITmunge Taslial discriminatory index 11101 0.901, 0.932 11ag 0.986

o QU d'
ANAIAUY (159N 4.8)
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d‘ = o v ant
MmN 4.8 nlssumsuanua s o U wuUnaeWU§Ues V. parahaemolyticus  1Av7%

antibiotyping, AP-PCR, ERIC-PCR 11a235 AP-PCR 52411 ERIC-PCR

AmIsuun faumewus | Yeoazvesd ey | Discriminatory index *
o 181/\?’14!"13 (methods) (patterns) ﬁﬁmuﬂ"lﬁ' (patterns) ‘ﬁ‘WiJll@s]j
nfiga
Antibiotyping 1 100.00 0.000
AP-PCR 16 17.14 0.901
ERIC-PCR 24 18.57 0.932
AP-PCR + ERIC-PCR 48 7.14 0.986

* Simpson’s index of diversity fuoa e leI5ve9 Hunter and Gaston (Hunter and Gaston. 1988

: 1903-1905 ; Hunter. 1990 : 2465-2466)




