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o'l paraoxonase 2 (PON2) amnzonyldii i luitedesey  Tasvimvhiniy
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lipid peroxidation 89 oxidized-low density lipoprotein (ox-LDL) 1 1¥anmideslunisia
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RSN 148 (PON2-A148G) 118 cysteine W3 serine NAUMLA 311 (PON2-C311S) Fanu
Nanuduiusnunenatnuas 15a3 o3 90199 S NIIMINTZNEFIVBY PON allele 9iAM
andafuluudaz@ond auiulumsAnyindaisuhnsinuImnsznedivesdu PON2
lunquarediaszanslng Swau 204 318 FanunsnIznedIvesBu PON2-A148G
i allele frequency U939 A allele = 0.68 tlag G allele = 0.32 TagliN13NTLAIVOI genotype
HUY AG (47.55%) > AA (44.61%) > GG (7.84%) MIUAIAL LAZWUIINITNILIGAIVDIDY
PON2-C3118 1 allele frequency ¥94 C allele = 0.25 t1ag S allele = 0.75 1AglN15NTLYAIVD
genotype UUU SS (56.86%) > CS (37.26%) > CC (5.88%) Mua1al Sansdanun i uniug
(linkage disequilibrium) 31919 PON2-A148G Nl PON2-C311S odWitisdAynana
(p < 0.001) HOAINT WU NTZFUANMUTUTUVD total cholesterol 112 LDL-C Tunguilszanns
A7) genotype UYDIBU PON2-C311S 1UU SS 1ag CS i]ztjﬂﬂ’hﬂiz‘]ﬂﬂ‘iﬁﬁ genotype L1UY CC
’e‘]sJ'Nﬁﬁ’fJ??ﬁﬂquNﬁﬁaﬁ @ < 0.05) Fatuluszannsiidl genotype UL SS uag CS
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ABSTRACT

Paraoxonase 2 (PON2) is ubiquitously expressed in various tissues, which plays a role as
intracellular antioxidant. It has been shown to inhibit lipid peroxidation of oxidized-low-density
lipoprotein (ox-LDL) and its consequent in prevention of atherosclerosis development.
The human PON2 gene has two common polymorphisms, both of which give rise to amino acid
substitute with alanine or glycine at codon 148 (PON2-A148G) and cysteine or serine at codon
311(PON2-C3118S). These polymorphisms are associated with a number of pathophysiological
conditions, and the variability in allele frequencies among different ethnic groups, thus this study
was to evaluate the distribution of PON2 polymorphisms in a total 204 sampling Thai population.
Genotype and allele frequency for the PON2-A148G and PON2-C3118S polymorphisms were AG
(47.55 %) > AA (44.61 %) > GG (7.84 %) (A allele = 0.68 and G allele = 0.32), SS (56.86 %) >
CS (37.26 %) > CC (5.88 %) (C allele = 0.25 and S allele = 0.75), respectively. Moreover
chi-square test showed significant linkage disequilibrium between PON2-A148G and PON2-
C311S polymorphisms (p = 0.000). Furthermore, the subjects with SS and CS genotypes
expressed similar concentrations of total cholesterol and LDL-C but significantly higher than
PON2 with CS genotype (p < 0.05). These increased total cholesterol and LDL-C may lead to
increase risk factor, causing cardiovascular disease. In addition, these ethnic variations are
considered important factors in the interpretation of diseases associated with PON2

polymorphism in Thai population.
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